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gi|158539108|ref|NC_001608.3|_Marburg_marburgvirus_isolate_Marburg_virus/H.sapiens-tc/KEN/1980/Mt._Elgon-Musoke_complete_genome

gi|409193838|gb|JX458829.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/34_DRC_complete_genome

gi|151564214|gb|EF446132.1|_Lake_Victoria_marburgvirus_-_Ci67_complete_genome

gi|409193814|gb|JX458826.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/1999/03_DRC_complete_genome

gi|409193894|gb|JX458836.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/29_DRC_complete_genome

gi|409193918|gb|JX458839.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/16_DRC_complete_genome

gi|409194030|gb|JX458853.1|_Marburg_marburgvirus_isolate_MARV/R.aegyptiacus-tc/UGA/2008/164_Qbat_complete_genome

gi|34304751|gb|AY358025.2|_Marburg_virus_strain_M/S.Africa/Johannesburg/1975/Ozolin_complete_sequence

Marburgvirus isolates Kasbat Sierra Leone 2018

gi|1477085770|gb|MG725616.1|_Marburg_marburgvirus_isolate_SPU191-13_bat2764_Mahlapitsi_partial_genome

gil1811087178lgblMN258361.1l_Marburgvirus_isolate_PREDICT_SLAB3960_Katbat/Sierra Leone/2017

gi|409193998|gb|JX458849.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/25_DRC_complete_genome

HS415030/Equatorial Guinea/2023

gi|409193926|gb|JX458840.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/12_DRC_complete_genome

gi|409194062|gb|JX458857.1|_Marburg_marburgvirus_isolate_RAVV/R.aegyptiacus-tc/UGA/2009/1304_Qbat_complete_genome

gi|409193846|gb|JX458830.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/1999/06_DRC_complete_genome

gi|409193878|gb|JX458834.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/24_DRC_complete_genome

gi|409193982|gb|JX458847.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/15_DRC_complete_genome

gi|40388387|gb|AY430365.1|_Lake_Victoria_marburgvirus_strain_pp3_guinea_pig_lethal_variant_complete_genome

gi|409193886|gb|JX458835.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/23_DRC_complete_genome

gi|409193830|gb|JX458828.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/19_DRC_complete_genome

gi|409193862|gb|JX458832.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/30_DRC_complete_genome

gi|409193870|gb|JX458833.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/1999/01_DRC_complete_genome

gi|409194014|gb|JX458851.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/1999/02_DRC_complete_genome

gi|409193822|gb|JX458827.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/32_DRC_complete_genome

gi|409193902|gb|JX458837.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/27_DRC_complete_genome

gi|40388379|gb|AY430366.1|_Lake_Victoria_marburgvirus_strain_pp4_guinea_pig_nonlethal_variant_complete_genome

gi|409194006|gb|JX458850.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/33_DRC_complete_genome

Marburgvirus isolates Angola 2005

gi|541780|emb|Z12132.1|_Marburg_virus_-_Musoke_Kenya_1980_genes_for_vp35_vp40_vp30_vp24_glycoprotein_nucleoprotein_polymerase

gi|77543426|gb|DQ217792.1|_Lake_Victoria_marburgvirus_-_Musoke_from_Kenya_complete_genome

gi|409193966|gb|JX458845.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/13_DRC_complete_genome

gi|409193950|gb|JX458843.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/21_DRC_complete_genome

gi|409193910|gb|JX458838.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/17_DRC_complete_genome

gi|409193934|gb|JX458841.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/20_DRC_complete_genome

gi|409194070|gb|JX458858.1|_Marburg_marburgvirus_isolate_MARV/R.aegyptiacus-tc/UGA/2009/1328_Qbat_complete_genome

Marburgvirus isolates Uganda 2008/2009/2014/2017

gi|409193990|gb|JX458848.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/22_DRC_complete_genome

gi|409193974|gb|JX458846.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/28_DRC_complete_genome

gi|409193806|gb|JX458825.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/1999/04_DRC_complete_genome

gi|450908|emb|Z29337.1| Marburg virus (Popp) NP VP35 VP40 GP VP30 VP24 L genes

gi|409193942|gb|JX458842.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/18_DRC_complete_genome

gi|151564206|gb|EF446131.1|_Lake_Victoria_marburgvirus_-_Ravn_complete_genome

gi|1811087186|gb|MN258362.1|_Marburg_marburgvirus_isolate_PREDICT_SLAB4104_Koebat_SL_2017_partial_genome

giI2161227736IgblOL702894.1l_Marburgvirus isolate MARV001/Guinea/2021

gi|409193854|gb|JX458831.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/14_DRC_complete_genome

gi|409193958|gb|JX458844.1|_Marburg_marburgvirus_isolate_MARV/H.sapiens-tc/COD/2000/26_DRC_complete_genome
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